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Distance tree of results NEW 



Sequences producing • significant alignments: 



114 385628 | qb I ABI74072 . 1 | immunoglobulin light chain variable 

114 385652 |qb|ABI74084 .1 | immunoglobulin light chain variab. . . 

114 385610 I qb I ABI7 4 063.1 1 immunoglobulin light chain variable 

114 385612 I qb I ABI74 064 . 1 1 immunoglobulin light chain variable 

114385618 |qb| ABI74 067 . 1 | immunoglobulin light chain variable 

10 9693236 I qb | ABG384 07 . 1 | immunoglobulin light chain variable 

109693204 | qb I ABG38 3 93 . 1 I immunoglobulin light chain variable 

109693202 |qb|ABG38392 .1 1 immunoglobulin light chain variable 

10 969314 0 I qb I ABG38363 . 1 1 immunoglobulin light chain variable 

109104 332 I ref I XP 001096602.1 1 PREDICTED: similar to Ig kap. . . 

1091043291 reflXP 001096027 . 1 | • PREDICTED: similar to Ig kap... 
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21';0 6664VQb|AAH3414 2,l I IGKVl-5 protein [Homo sapiens] 

2072272 I qb I AAB61657 . 1 1 immunoglobulin rearranged light chain 
6110578|qb|AAF03884.1|AF184767 1 Ig kappa chain [Homo sapiens 



15919720 I qbl AAL10927 . 1 1 immunoglobulin kappa chain variable r 
15919727 |qb|AAL10930. 1 | immunoglobulin kappa chain variable r 
18307 302 |qb|AAL65722.1 | immunoglobulin light chain kappa vari 
17 980196 I qbl AAL50552 . 1 |AF377 321 1 , recombinant single chain... 



2131128 9 I qb I AAM4 664 3 . 1 | immunoglobulin kappa light chain [Hom 

21310994 Iqbl AAM4 64 97 . 1 | immunoglobulin kappa light chain vari 

2131087 6 I qb I AAM4 6440 . 1 1 immunoglobulin kappa light chain vari 

4 323960 I qbl AADi6619. 1 1 immunoglobulin kappa light chain varia 

4323874 |qb| AAD1657 6 . 1 I immunoglobulin kappa light chain varia 

18025604 |qb|AAK94 811.1 j immunoglobulin light chain variabl... 

21310698 I qb I AAM4 6352 . 1 1 immunoglobulin kappa light chain vari 

4 324004 I qb I AAD16641 . 1 1 immunoglobulin kappa light chain varia 

21311327 |qb|AAM4 6662. 1 | anti-pneumococcal antibody A7 ligh. . . 

213108 97 I qb I AAM4 645Q. 1 1 ' immunoglobulin kappa light chain vari 

156374 3Hqb|AAL04523.1 I AF408725. 1 anti-pneumococcal capsul... 



213108 99 I qbl AAM4 64 51 . 1 1 immunoglobulin kappa light chain vari 
1591972 9 I qb I AAL10931 . 1 1 immunoglobulin kappa chain variable r 

4 32388 6 I qb | AAD16582 . 1 1 immunoglobulin kappa light chain varia 

15919717 Iqbl AAL1Q926. 1 1 immunoglobulin kappa chain variable r 

21311072 I qb I AAM4 6535.1! immunoglobulin kappa light chain vari 

21310850 I qbl AAM4 6427 . 1 j immunoglobulin kappa light chain vari 

642379 Iqbl AAA6184 4 . 1 | immunoglobulin kappa-chain 

8777 871 |qb| AAF7 9132. 1 1 immunoglobulin light chain variable re 
4 323890 I qb I AAD16584 . 1 1 immunoglobulin kappa light chain varia 
2208657 6 Iqbl AAM90680.1 I AF4 02 942 1 thyroid peroxidase autoa. . . 



21310777 |qb|AAM4 6391.1 j immunoglobulin kappa light chain v. . . 

21311064 I qb I AAM4 6531 . 1 1 immunoglobulin kappa light chain vari 

18092 62 4 I qb I AAL59381 . 1 | anti-cardiolipin immunoglobulin light 
3977 96 I qb I AAA2Q1Q8. 1 | immunoglobulin kappa chain 
4323816 I qbj AAD1654 7 . 1 | immunoglobulin kappa light chain varia 
8777 885 I qb I AAF7 9139 . 1 j immunoglobulin light chain variable re 
6197 60 I qb I AAA60341 . 1 1 immunoglobulin kappa light chain V regi 
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Get selected sequences | ^ Select all | ' Deselect all | Distance tree of results 



> r" gi 1114 385628 |qb| ABI7 4 072 . 1 1 immunoglobulin light chain variable region [Homo sapiens] 
Length=112 

Score =40.1 bits (87)/ Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 35 



> r" qi 1 114385652 | qb | ABI74084 . 1 1 immunoglobulin light chain variable region [Homo sapiens] 

qi 111 4385654 I qb | ABI74085. 1 1 immunoglobulin light chain variable region [Homo sapiens] 
Length=112 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives =12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 ...35 



>n qi|114385610| qb | ABI74063 . 1 1 immunoglobulin light chain variable region [Homo sapiens] 
Length=112 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 ... 35 ■ 



>P qi|114385612| qb | ABI74064 . 1 1 immunoglobulin light chain variable region [Homo sapiens] 
Length=lll 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 . 35 



>n qi|114385618|qb I AB 174067.11 immunoglobulin light chain variable region [Homo sapiens] 
Length=114 

Score = 40.1 bits (87), Expect. = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 35 



> n qi 1 109693236 I qb| ABG38407 . 1 1 immunoglobulin light chain variable region [Homo sapiens] 
Length=114 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 26 37 
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> r" qi'r 109693204 I qb I ABG38393 . 1 1 immunoglobulin light chain variable region [Homo sapiens] 

Length=112 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 35 



> r qi 1 109693202 | qb | ABG38392 . 1 1 immunoglobulin light chain variable region [Homo sapiens] 
Length=112 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 ((D%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 35 



>r qi|109693140| qb | ABG38363 . 1 1 immunoglobulin light chain variable region [Homo . sapiens] 
Length=112 

Score = 40.1 bits (87), Expect - 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 35 

> r qi 1 109104 332 | ref |XP 001096602 . 1 1 Q PREDICTED: similar to Ig kappa chain V-II region GM607 pi 

[Macaca mulatta] ' ■ ■ 

Length=184 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives =12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 44 55 



> r qi 1 109104 32 9 I ref jXP 001096027 .1 1 B PREDICTED: similar to Ig kappa chain V-II region GM607 p] 

[Macaca mulatta] 

Length=148 

Score = 40.1 bits {87),- Expect =0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 44 55. 



> rr qi I 98956320 I emb j CAI997 98 . 1 1 immunoglobulin kappa light chain variable region [Homo sapiens] 
Length=108 

Score == 40.1 bits (87), Expect = 0,013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 21 ■ 32 



> n qi I 98956427 I emb I CAI 99852 , 1 1 immunoglobulin kappa light chain variable region [Homo sapiens] 
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Length=110 



Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 22 33 



> C" qi I 98956314 I emb I CAI99795. 1 1 • immunoglobulin kappa light chain variable region [Homo sapiens] 
Length=92 

Score = 40.1 bits (87), Expect = 0.013 

Identities 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 35 



> n qi I 98956248 I emb ICAI997 62 . 1 1 immunoglobulin ' kappa light chain variable region [Homo sapiens] 
Length=114 

. Score = 40.1 bits (87), Expect = 0.013 
Identities - 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 35 



> r" qi I 98 95627 8 I emb ICAI99777 . 1 1 immunoglobulin kappa light chain variable region [Homo sapiens] 
Length=lll 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 35 



> n qi I 98 956206 1 emb I CAI 997 4 0.1 1 immunoglobulin kappa light chain variable region [Homo sapiens] 
Length=112 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 . 
Sbjct 24 35 



>rail77 378238 I qb I ABA7Q84 1 . 1 1 immunoglobulin kappa light chain variable region [Homo sapiens] 
Length=121 

Score =40.1 bits. (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps - 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 ' 
Sbjct 24 35 



>n qi|77379554| qb | ABA71431 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=109 

Score = 40.1 bits (87), Expect 0.013 
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Identities. •= 12/12 (100%), Positives = 12/12 

Query 1 RSSQSLLHSNGY 12 
Sbjct 13 24 



> r qi |7737 954 8|qb|ABA714 29.1 I immunoglobulin 
Length=109 

Score = 40.1 bits (87), Expect = 0.013 
Identities = 12/12 (100%), Positives = 12/12 

Query 1 RSSQSLLHSNGY 12 
Sbjct 13 24 



> r qi I 77378240|qb|ABA7Q842.1 1 immunoglobulin 
Length=121 

Score = 40.1 bits (87), Expect = 0.013 
Identities - 12/12 (100%), Positives = 12/12 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 35 



(100%), Gaps = p/12 (0%) 



kappa chain variable region [Homo sapiens] 



(100%), Gaps = 0/12 (0%) 



kappa light chain variable region [Homo sapiens] 



(100%), Gaps = 0/12 (0%) 



>r" qi 1773783511 qb | ABA7 0890 . 1 1 immunoglobulin kappa light chain variable region [Homo sapiens] 
Length=100 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 5 16 



>r' qi|7737 9428| qb | ABA71371 . 1 | immunoglobulin kappa chain variable region [Homo sapiens] 
Length=121 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 . . 

Sbjct 24 "35 



>ir" qi|7737 9556| qb | ABA714 32 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=108 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 13 24 



> r qi I 62822265 I qb I AAYl 4814 . 1 1 unknown [Homo sapiens] 
Length=121 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 
Query 1 RSSQSLLHSNGY 12 
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Sbjct- 4 4 V 



55 



>r7 qi{4 07 48164| qb | AAR89568 . 1 | immunoglobulin light chain variable region [Homo sapiens] 
Length=87 

Score =40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 5 16 



>rr qi|40748180|gb| AAR8 957 6 > 1 } immunoglobulin light chain variable region [Homo sapiens] 
Length=86 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 ' • 

Sbjct 5 16 



>r^ qil40748182|qb| AAR8957 7 . 1 | immunoglobulin light chain variable region [Homo sapiens] 

Length=8 4 

Score =40.1 bits (87),. Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 ^RSSQSLLHSNGY 12 
Sbjct 4 ' 15 



>C qi|37728236|qb| AA04 5 4 55 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 



> P qi I 37 6937 60 |qb| AAQ98891 . 1 1 immunoglobulin kappa light chain variable region [synthetic const 
Length=112 

Score = 40.1 bits (87), Expect = 0.013 

Identities - 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12. (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 24 35 



> f" qi I 33570192 I qb I AAQ21993 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=95 

Score =40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 17 28 



Length=Fl0O 



Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 



Query 1 
Sbjct 24 



RSSQSLLHSNGY 12 
35 



http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 



12/27/06 



> P qi^f 33.570C)06|qb| AAQ21904 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=96 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 19 30 



>r qi|3357Q835|qb| AAQ22305 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=92 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 14 25 



>n qi|33570849|qb| AAQ2 2312.11 immunoglobulin kappa chain variable region [Homo sapiens] 

Length=97 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 19 30 ■ 



>r qi 1335704831 qb I AAQ22134 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=98 

Score = 40.1 bits (87), Expect = 0.013 

Identities =12/12 (100%), Positives = 12/12 (100%), Gaps - 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 19 30 



>r qi|33570487| qb I AAQ22136 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 

Length=97 

Score = 40.1 bits (87), Expect. = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps ^ 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 19 '. 30 



>l~ qi|33570501|qb| AAQ22142 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=91 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 14 25 



>r" qi|335704 98| qb I AAQ22141 . 1 | immunoglobulin kappa chain variable region [Homo sapiens] 

Length=92 
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Score- = 40ol bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 



Query 1 
Sbjct 14 



RSSQSLLHSNGY 12 
25 



>r7 qi|33570196| qb | AAQ21995. 1 | immunoglobulin kappa chain variable region [Homo sapiens] 
Length=98 

Score = 40.1 bits '(87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps. = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 19 -..30 



>r" qi|33570514|qb| AAQ2214 7 . 1 | immunoglobulin kappa chain variable region [Homo sapiens] 
Length=92 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 . . 

Sbjct 14 . . 25 • 



>ri qi|33570518|qb| AAQ2214 9 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=97 

Score =40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 19 30 



>n ai|33570190|qb| AAQ21992 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=93 

Score = 40.1 bits (87), Expect = 0.013 

Identities, = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 ' * . 

Sbjct 14 25 



>r' qi|3357Q5Q4|qb| AAQ2214 3 . 1 | immunoglobulin kappa chain variable region [Homo sapiens] 



>r' qi|33570847| qb| AAQ22311 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=98 

Score =40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 



Length=93 



Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 



Query .1 
Sbjct 14 



RSSQSLLHSNGY 12 
25 
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Query.? 1 aSSQSLLHSNGY 12 
Sbjct 19 30 



>n qi|3357 02Q6|qb| AAQ22Q0Q . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=93 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 14 25 



>r Qi|33570008 I qb1 AAQ21905 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=96 

Score = 40,1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 17 28 



> r" qi I 33570216 I qb I AAQ220Q4 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=98 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/1.2 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 20 31 



>m qi|33570012 |qb| AAQ21907 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=98 

Score = 40.1 bits (87), Expect - 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 19 30 



>f7 qi|3357 02 081 qb I AAQ22001 . 1 1 immunoglobulin kappa chain variable region [Homo sapiens] 
Length=98 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives - 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 • 
Sbjct 19 30 



>r" qi|4323828|qb| AAD16553 . 1 1 E immunoglobulin kappa light chain variable region [Homo sapiens] 
Length=101 

Score = 40.1 bits (87), Expect = 0.013 

Identities = 12/12 (100%), Positives = 12/12 (100%), Gaps = 0/12 (0%) 

Query 1 RSSQSLLHSNGY 12 
Sbjct 16 27 
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Get selected sequences 



Select all 



Deselect all 



Distance tree of results 



Database: All non-redundant GenBank CDS translations+PDB+SwissProt+PIR+PRF excluding 
environmental samples 

Posted date: Dec 26, 2006 5:53 PM 
Number of letters in database: 1,508,613,008 
Number of sequences in database: 4,378,090 



Lambda K 

0.349 . 0.278 

Gapped 

Lambda K 

0.294 0.110 
Matrix: PAM30 
Gap Penalties 



H 



1.70 



0.-610 



Extension : 



Existence: 9, 

Number of Sequences: 4378090 

Number of Hits to DB: 12696356 

Number of extensions: 173938 

Number of successful extensions: 659 

Number of sequences better than 20000: 658 

Number of HSP's better than 20000 without gapping: 

Number of HSP's gapped: 659 

Number of HSP's successfully gapped: 659 

Length of query: 12 

Length of database: 1508613008 

Length adjustment: 2 

Effective length of query: 10 

Effective length of database: 1.499856828 

Effective search space: 14998568280 

Effective search space used: 14998568280 
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